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Research interests:
Our laboratory is interested in understanding the mechanisms controlling mammalian development and cell 
differentiation. We study the epigenetic functions of chromatin proteins and transcription factors in control of gene 
expression in mouse embryonic stem cells, in murine red blood cells, and in Drosophila. Our approaches involve 
directed gene inactivation and transgenesis in mice and Drosophila. We also study control of proliferation and 
differentiation in red blood cell progenitors and in leukemia cells in which normal development is disrupted. Currently 
there are two major projects underway in the lab: (1) Role of H1 linker histones and chromatin remodeling factors in 
chromatin structure, DNA methylation, the histone code, and gene expression in mice and Drosophila; (2) Control of 
proliferation and differentiation in normal and leukemic red blood cells.
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